Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.008 Å; Hatom completeness 95%; disorder in solvent or counterion; R factor = 0.051; wR factor = 0.158; data-to-parameter ratio = 13.2.
Related literature
For background to -oxo-diiron(III) complexes, see: Kurtz et al. (1990) ; Vincent et al. (1990) ; Reedijk & Bouwman (1999) ; Oyaizu et al. (2001) . For related structures, see: Ashmawy & Ujaimi (1991) ; Elmali et al. (1993) ; Oyaizu et al. (2001) .
Experimental
Crystal data [Fe 2 (C 20 Table 1 Hydrogen-bond geometry (Å , ). Comment µ-Oxo-diiron(III) complexes are of considerable interest to chemists and biologists because of their interesting electronic structures and the magnetic interactions between the two iron(III) centers, and the role played by the oxo-bridged dinuclear iron centres in proteins (Kurtz et al., 1990; Vincent et al., 1990; Oyaizu et al., 2001) . The Fe-Fe distances and the corresponding the Fe-O-Fe bond lengths and the angles are the most important factors that determine the electronic and magnetic properties of these complexes (Reedijk et al., 1999) . It is important to note that the crystal structure of µ-oxobridged ferric salphen dimers [salphenH 2 = N,N'-o-phenylenebis(salicylideneimine) DMSO (Ashmawy et al., 1991) , and is bigger than the values of 141 (1) (Elmali et al., 1993) , respectively. The Fe···Fe distance of 3.420 (3) Å is consistent with the values (3.35-3.55 Å) reported for µ-oxo-diiron(III) complexes with macrocyclic ligands (Oyaizu et al., 2001) . One of the two interstitial water molecules in the structure was found to be svererly disordered and has been refined as disordered over three positions with occupancies of 43.9 (4)%, 37 (1)% and 19 (1)% for O8, O9 and O10, respectively. Hydrogen atoms for the disordered water molecule could not be located and were omitted from the refinement.
D-HÁ
There are some hydrogen-bonding interactions between methanol and water molecules, and between the water molecules and the salphen ligand. These hydrogen bonding interactions lead to a group of four oxygen atoms -two water and two methanol molecules -that are arranged around a crystallographic inversion center in a quadratic square pattern. 
Refinement
All non-H atoms were refined anisotropically. The (C)H atoms of the salphenH 2 ligand were placed in calculated positions (C -H = 0.93 Å) and refined using a riding model, with U iso (H) = 1.2U eq (C). The (C)H atoms of the methanol molecule were placed geometrically (C -H = 0.96 Å) and refined as riding, with U iso (H) = 1.5U eq (C). The (O)H atoms of the methanol molecule was placed geometrically (O -H = 0.82 Å) with U iso (H) = 1.5U eq (O). The (O)H atoms of water molecule (O7) were located in a difference Fourier map and refined as riding with U iso (H) = 1.2U eq (O). The other water molecule in the structure was found to be svererly disordered and has been refined as disordered over three positions with occupancies of 43.9 (4)%, 37 (1)% and 19 (1)% for O8, O9 and O10, respectively, summing up to 100%. Hydrogen atoms for the disordered water molecule could not be loctated and were omitted from the refinement.
Figures Fig. 1 . The molecular structure of the title complex, with atom labels and 30% probability displacement ellipsoids; H atoms have been omitted for clarity. 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å

